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End-to-end antibody discovery and development aVSbiO

Through a powerful integration of in vitro, in vivo, and in silico technologies

Discovery — Diversity Development — Down-selection & De-risking

N @~@§Mqr

s 0

Tool generation Immunization

| Molecular
Optimization | Developability

| | |
B S B 1 oA g

Affinity =\

Ready-to-use Custom Phage
Phage libraries Hybridoma B cell Libraries

L | | | f
.

Humanization maturation \ Humanness Liabilities

J \1(/ ”
V-domain Sequencing (NGS) \(
] mAb
' ' we aalll
Effector cell (
% L_E}:‘ bsAb Scalable Lead Pre-clinical
\Wr/ manufacturing
Repertoire clustering  Single Clones | || |
| | 2

! Developability

Diverse candidate panel

20+ sl 150+ AN 7 ¥ 25000+

Years of experience  Discovery projects | Development projects i Clinical Abs supported I Proteins produced
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Integrated end-to-end workflow — case study avsb]o

Empowering diversity-focused discovery and data-driven down-selection

Ie /2
Tumor cell target @ — D _.\jr/\](ir, ‘ d Y _
Antibody drug conjugate ( ! Ol

Immunization B cell discovery Kinetics
Antibody discovery
-focused l
Initial triaging |:|‘/ _Ll/ Single
In vitro binding / AN ) Clones
in silico profiling In silico risk assessment V-domain Sequencing (NGS)

mADb production, conjugation,

and functionality profiling Initial
potency triaging

Humanization and validation \ // > (()W
and early Y > g I g I

mAb production Killing potency of ADC Multi-parametric humanization
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Targeting cancer cells

Maximizing therapeutic potential of antibody drug conjugates

avshIiO

o Binding o Endocytosis Lyso.sor.ne Drug re.leas.e
trafficking and activation

W

Antibody drug conjugate:

\ /

e Transmembrane \ )) 2 \ &&=~ /

\ '\\‘\ 7/ //" \, / \ \ & /

L [V - ’ //. \ 3 //,« »» //,/

u pO n mAb b In d | ng ADC binds to Receptor—ADC ADC traffics to Lysosomal
over expressed complex is lysosome degradation
antigen on internalized releases active
Intracellular cancer cell o
¢ )
Drug exerts

e Cell death

cytotoxic effect
\\(/ Antibody

|dentify of molecules .

0 0 Cytotoxic
with different and * o f' — » payload
favorable profile Y.’ I

Active drug Loss of viability ‘ Intracellular
targets critical and cancer target

intracellular cell death

components
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Diversity-focused discovery

Discovery to obtain hit diversity

avshIiO

Selection of broad panel of target specific hits

Mouse immunization

Serum screening B cell selection B cell culture

* Invivo antibody
with

—— |mmune

Robust B cell selection platform

Pre-immune

Target reactivity (OD450 nm)

* Target

Serum dilution factor

binding

ELISA-based reactivity screening of 3760 B cell supernatants yielded 1135 hits
* NGS-based v-domain

recovery of B cell clones

K - .e . 4 . .
;--‘._\g-".‘,-‘fvg:_:'.:;‘, Ml LN M“- .
. . LA . - -

S P . s e,
. . &7 -, “ah et ,' St B B,
L. T ,_,,. .

/ HRP
anti-mouse IgG-HRP

/)\§
\\ B cell supernatant
/> ~

Abs (450nm)
]
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Diversity-focused discovery aVSbi O

Screen for affinity diversity

High-throughput analyses supporting data-driven candidate selection

Mouse immunization SPR-based high-throughput analysis of B cell supernatants to determine Ab off-rates

* Invivo antibody maturation i

W it h d ive rs i ty ‘ Target ’ [ 200 Aﬁne © 600 800 100 o 200 4(':\[Dim “ 600 800 100 0 200 AEJTC‘)me @ 600 800 100

\jr B cell supernatant K 0 200 400 600 800 100 - 0 200 400 600 800 100 o 0 200 400 600 800 100

Time (s) Time (s) Time (s)

Robust B cell selection platform P — g
* Ta rget enrichment M Streptavidin sensor chip = ;3 | 2 23 2%

b I n d I n g 0 200 IJDT(?ME @ 600 800 10c o 200 -’erIE"F @ 600 800 100 : 0 200 AUTC:'"e “ 600 800 100

/
Up to 1100 crude B cell
supernatants can be screened for

of B cell clones

* A subset of clones showing diversity in kinetics was selected for
sequencing

A
e
7L

NGS-based v-domain recovery was successful for ~85%

High degree of sequence diversity was obtained
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Diversity-focused discovery aVSb]O

Structure-focused in silico risk assessment

In silico profiling complementing data-driven lead candidate selection

Snapshot of AbRefine™ output

CDR Length 1 2 3 4 5 6 7 8 9

CDR Hydrophobicity o

CDR Positive Patch
CDR Negative Patch
Fv charge symmetry

VH Liability score

VL Liability score
VH Humanness pct
VL Humanness pct
10 Fv Humanness pct

Highly in silico platform:
Fv homology modelling
Biophysical properties

Chemical liabilities

O 00O NOOULL P WN -

Humanness

Compare with database of
clinical therapeutic mAbs

Lead selections

was based on

(SPR) and a favorable in silico
for

subsequent recombinant Low

production and functional

Hydrophobicity Score

Example
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Diversity-focused discovery aVSbi O

Lead candidate panel production and mode of action analysis

High quality proteins to advance mode of action (MoA) analysis

Recombinant production of Example HP-SEC Example CE-SDS

chromatogram h t ADC generation
selected candidates ( ) 9 chromatogram

7 NR R

* Recombinant cloning,

and purification

- — ( 74
including HP-SEC and CE- o \ > \5”2/
il §

SDS

9
3

: N,

Antibody drug conjugate ADC killing assay
generation and testing Target-Positive Cell Line Target-Negative Cell Line
125- 125-
* Functional validation in cancer T 100- 100 W
R dis :
cell line assay _— 2] = N~
. [ ©
mAb2 0.88 % 50_' mAb1 % 50_' mAb1
mAb3 0.45 @ ] % mae2 a ] e man
mAb4 0.44 25+ : msi 25+ i :ﬁzi
mAb5 0.08 . 1 mAbS5 ] " mAbS5
0.0001 0.001 001 04 1 10 100 0.0001 0001 001 04 1 10 100
ADC dose (nM) ADC dose (nM)

© 2026 AVS Bio | All rights reserved. CONFIDENTIAL



Scalable, integrated de-risking platform aVSbiO

Throughput empowering data-driven down-selection

O
- A\V/4
g il

Species-agonistic humanization De-risking Recombinant optimized lead(s)

Rodent Liability analysis o o
Binding characterization (SPR, flow)

Rabbit Humanness scoring ) _ o
Functionality verification

Chicken Developability profiling Developability profiling

Llama Molecular optimization

Highly scalable Integrated with humanization High-throughput platforms

© 2026 AVS Bio | All rights reserved. CONFIDENTIAL 9



Multi-parametric humanization for single-step engineering

Species agnostic workflow allowing for humanizing multiple lead candidates in parallel

Scalable in silico humanization

* CDR grafting to
human

e Amino acid
based on advanced structural
analysis

addressing
high risk liabilities

© 2026 AVS Bio | All rights reserved. CONFIDENTIAL
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[ | I —
4 == — — ——]
[ E— I ——
c——— — I —
etc.
CDR grafting
Humanized % i
mAb Example amino acid
# substjtutions
la e — S ———]
1b = — E— ——]
cE— — | —
1c === ) E— _
cE— — E— E—
1d === — S ———
=== — I E—
le oo — I E—
———— —— — e

Example Ide-risking

avshIiO

Highly scalable technologies
advancing lead selection

Multiple lead candidates in parallel
Scalable in silico design of
variants

e High-throughput in silico risk
assessment

* Humanness
* Developability

* High-throughput in vitro
characterizations
* Kinetics
* Developability
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Highly scalable in silico risk assessment aVSb]O

In silico developability profiling enabling data-driven decision making

Fv hydrophobicity score of candidate and therapeutic mAbs

In silico biophysical characterization

& Red flag area
Hydrophobicity © -
| .
_ 8 Orange flag area
e Scoring for N
in antibodies based on >
hydrophobic patches 0
re)
' < Green flag area
* Relative towards a S
clinical benchmark mAb library o
°
>
Fv charge symmetry, pl, CDR + and — -
patch energy, CDR length
® Parental mAbs Therapeutic mAb-like hydrophobicity score
@ Humanized mAbs for large number of humanized variants

© Therapeutic mAD library
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Highly scalable in silico risk assessment aVSb]O

In silico developability profiling enabling data-driven decision making

Solvent-exposed liability scores of candidate and therapeutics mAbs

In silico structure-based liability T
. Red flag area
analysis .
I I I I e e e ® =
o . ° 8
Liability score 8 ® . o o« ® Orange flag area
»
Scoring for 2 .
sequence liabilities o 7
O Y Green flag area
. J 3
Relative towards a -
clinical benchmark mAb library
® Parental mAbs Therapeutic mAb-like solvent-exposed liability
@ Humanized mAbs score for majority of humanized variants

© Therapeutic mAD library

12
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High-throughput in vitro affinity screening of variants avsbio

Empowering diversity-driven discovery during lead candidate development

In-depth insights in kinetic parameters using monovalent Ag

carterra

-based affinity
determination

o
<
o
o
o
o
<

Antigen *

N
jr ized mAb

\ / o O§O'BSI
Anti-human IgG-Fc-biotin o © % oN'e °
b d °
®
o © o

QO 5

Streptavidin sensor chip E ° o}

e Crude small-scale recombinant

* High-throughput

aoem» e ecln® o
o
Q
[8)

ka (1/Ms)

o

kd (1/s)
Example unprocessed sensorgrams
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High-throughput in vitro physicochemical profiling aVSb|O

Empowering diversity to mitigate risk for clinical development

Polyreactivity scores of candidate and therapeutic mAbs

In vitro developability profiling

I\/!ore informed decision making for o1 . Red flag area
clinical development O ° °
O Lep------- S gy .-
: . 1 @ ° °
 High-throughput profiling of > s o S 3 ¢
'S | = 2 ° o S, ° Orange flag area
.‘= Q) 8 o © o © COO [0) o
o {{?\ [5) (@) ° OC o d‘\ 6 9
candidates against >125 8 & o . o o o s ° 8
o ¢ [l = % o) OOO 0® %j)
clinical mAbs (CHO-expressed) > ° @ & o .o & S & g
o & (%) P 0o o 8 $ g ¢ Green flag area
B ° & B o oot 5
ey agp © © o° 8o P &Bo
Aggregation Hydrophobicity Thermal stability

smAc-HPLC || ciex-Hpic || PG solubility
lloidal stabili hary iffusion i i i i ivi

il Sk R en e Parental mAbs Therapeutic mAb-like polyreactivity scores for
CIC-HPLC FcRn- HPLC AC-SINS ® Humanized mAbs significant set of humanized variants

Poly Ig interaction mAb clearance Self-int ti . .

2 ke i © Therapeutic mAb library
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Case study highlights aVSblo

Integrated end-to-end discovery and development

Synergy between in silico and in vitro technologies

Diversity-focused antibody discovery
Humanness

* Multiple data points at an early-stage
« HT methods/technologies facilitating triaging Hydrophobicity

for MoA screening Liability score ‘ i | | n

* Binding, sequencing, kinetic profiling, risk

Polyreactivity I
assessment
’b(‘@ 6 &Qéb é@ 8 Q/é@
Q Q
Advancing and de-risking lead development KD .II ‘I ‘ ‘I

* More informed decision making

* Scalable/efficient lead candidate humanization Humanness ”I ”I
Hydrophobicity

* Highly scalable in silico assessments, high-
throughput in vitro characterizations

Liability score

poivreactiviey IS
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Case study highlights aVSbiO

Integrated end-to-end discovery and development

Synergy between in silico and in vitro technologies Data-driven lead selection

* Combining scalable engineering and detailed risk insights
e Start at advanced

* Avoid extensive engineering

risk insights — example output

9 10 11 12 13 14 15 16 17 18 19 20

KD
Fv Humanness score
VH Humanness score
VL Humanness score ' . \
S ——— Empowering the value of hit
VH Liability score ;
VL Liability score d ive rsrty by in
A -l Jl
CDR Vic. Hydrophobicity i

CDR Vic. Positive Patch charge silico-driven de-risking
CDR Vic. Negative Patch Charge

CDR Length

pl
Polyreactivity NN Il NS e




Fusion of in silico and wet lab empowers multi-parametric approaches avs b|o

More informed decision making to amplify lead selection

& =

Customized program design Diversity-focused discovery Data-driven decision making

v' Target insights v Functional diversity: v Early engineering combined

v Therapeutic lead requirements From sequence to kinetics with in-depth risk assessment

to MoA v’ Highly scalable in silico
v High-throughput technologies technologies matched with
empowering triaging of large high-throughput in vitro

antibody panels techniques
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In today's ever-evolving

landscape, uniting the scalability

of in silico technologies with the

experimental depth of high

* thro t in vitro studic(eﬁ
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